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1. MT076815.1 Rachycentron canadum USA e

2, EF609585.1 Rachycentron canadum India 0.00

3. Rachycentron canadum Hormozgan 0.00 0.00

4. Rachycentron canadum Khuzestan MZ191785Iran 0.00 0.00 0.00

5. MT455631. 1 Rachycentron canadum usa 001 00t 001 0.00

6. HQ956531. 1 Rachycentron canadum Canada 001 001 001 0.00 0.00

7. KY372071.1 Rachycentron canadum china 001 001 001 000 000 0.00
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15, GUST3687. 1 Parastromateys niger Canada 021 022 020 021 022 022 022 022 022 000 000 000 000 0.00

16, KY371908. 1 Parastromateus niger china 021 022 020 021 022 022 022 022 022 000 000 000 000 0.00 0.00

17, X261627. 1 Parastromateus niger Engiand 021 022 020 021 022 022 022 022 022 000 000 0.00 000 0.00 0.00 0.00
18, MN512015. 1 Parastromateus niger Pakistan 021 022 020 021 022 022 022 022 022 000 000 0.00 000 0.00 0.00 0.00 0.00
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HQ956531.1 Rachycentron canadum Canada
MT455681.1 Rachycentron canadum usa
1l Rachycentron canadum Khuzestan MZ191795 Iran
100 | MTO76815.1 Rachycentron canadum USA

31'— EF609585.1 Rachycentron canadum India

Rachycentron canadum Hormozgan

JX261627.1 Parastromateus niger England
MT627168.1 Parastromateus niger India
KC970409.1 Parastromateus niger philipin

JX261184.1 Parastromateus niger malaysia
Parastromateus niger Hormozgan MZ203139 Iran
93 [ Parastromateus niger Khuzestan

GU673687.1 Parastromateus niger Canada
KY371908.1 Parastromateus niger china
MN512015.1 Parastromateus niger Pakistan

KU499558.1 Protonibea diacanthus saudi arabia
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HQ956531.1 Rachycentron canadum Canada
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EF609585.1 Rachycentron canadum India
JX261627.1 Parastromateus niger England
KC970409.1 Parastromateus niger philipin
JX261184.1 Parastromateus niger malaysia
Parastromateus niger Hormozgan MZ203139 Iran
Parastromateus niger Khuzestan
GU673687.1 Parastromateus niger Canada
KY371908.1 Parastromateus niger china
MT627168.1 Parastromateus niger India
MN512015.1 Parastromateus niger Pakistan
KU499558.1 Protonibea diacanthus saudi arabia

sbww Iyl o (Rachycentron canadum) Y gw  ale 4isS 93 COI (45 5k & 43 :F UK
GV 4 553 bl 5l aawi 0,135 (sLdiged b dwlie 45 (gl allais 43 (Parastromateus niger)
.Maximum Parsimony

n 3 40 50 60 0 L] %0 100

N P | | | | | | | N Y PR | T Y |
.1 canadu TCATTCGAGCAGAATTAAGCCAACCTGGCTCCCTACTGGGAGACGACCAAACCTACAACGTAATCGTAACAGCCCACGCCTTCGTAATAATCTTCTTTAT

[EF609585 1 Rachyceniron canadu A

[Rachycentron canadum Hormozgan B . S o L

Rachycentron canadum Khuzestan . . . . . .
MT455681.1 Rachycentron canadu o o s
HQ956531.1 Rachycenroncanaduy . ... o .
[KY372071.1 Rachycentron canadu T B B o L

JF484343 1 Rachycentron canadu . .
KJ202194.1 Rachycentron canadu s

MT627168.1 Parastromateus nige TG G. e TG TT..T T..T7T..7 T T
KC9T0409 1 Parasiromateus nige T G c..T G TT T T T T T T
1X261184 1 Parastromateus nige T . C. . T..6 L T T T T T

stromateus ni a T C..T..G. TT..7T T..7T..T7 T. T
Parastromaleus niger Khuzestan T LG TG TT..7 T T T T. ... T
(GUGT368T 1 Parasiromateus nige T cC. .T..6......... TT T T T T T
KY371908 1 Parasiromaleus nige T . C T .G TT T T T T T
IX261627.1 Parastromateus nige T [o TTOT L T
MN512015.1 Parastromateus nige T C..T..G.......... TT..7 T..7T..T7 T
KU409558. 1 Protonsbea diacanth A.C..G..G GGl T...6T.. T c c

10 120 130 0 150 160 1 180 190 20

| | | | | 1 | | | ] ! | | 1 | | | 1 |
MTO76815 1 Rachycentron canadu = AGTAATACCAATTATGATTGGAGGCTTTGGGAACTGACTTATTCCTCTAATGCTAGGCGCCCCCGATATGGCTTTTCCCCGAATAAATAATATAAGTTTC
[EF609585 1 Rachycentron canadu
[Rachycentron canadum Hormozgan o L o
[Rachyceniron canadum Khuzestan . o o L
MT455681 1 Rachycentron canadu B c T
HQ956531 1 Rachycentron canadu ...C S . o . T .
KY372071.1 Rachycentron canadu LG L L L T e
JF494343 1 Rachycentron canadu e L T N
KJ202124.1 Rachycentron canadu T
MTE27168.1 Parastromateus mge
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